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PSMD®9, 1-223aa, Human, His tag, E.coli
0 OO0 0O:TPO3580

oood
0 [ :26S proteasome non-ATPase regulatory subunit 9, p27, Rpn4

O O :PSMD?9 acts as a chaperone during the assembly of the 26S proteasome, specifically of the base subcomplex of the PA700/19S
regulatory complex (RC). During the base subcomplex assembly is part of an intermediate PSMD9:PSMC6:PSMC3 module, also
known as modulator trimer complex; PSMDJ is released during the further base assembly process.

O O :Liquid. In 20mM Tris-HCI buffer (pH 8.0) containing 0.15M NaCl, 10% glycerol, ImM DTT

0 O O :27.1 kDa (246aa) confirmed by MALDI-TOF

ggd:
MGSSHHHHHHSSGLVPRGSHMGSMSDEEARQSGGSSQAGVVTVSDVQELMRRKEEIEAQIKANYDVLESQKGIGMNEP
LVDCEGYPRSDVDLYQVRTARHNIICLQNDHKAVMKQVEEALHQLHARDKEKQARDMAEAHKEAMSRKLGQSESQGP
PRAFAKVNSISPGSPASIAGLQVDDEIVEFGSVNTQNFQSLHNIGSVVQHSEGKPLNVTVIRRGEKHQLRLVPTRWAGKGL
LGCNIIPLQR

0O O:>95% by HPLC

0 O :1 mg/ml (determined by Bradford assay)

0 O O:<1.0 EU per 1 ug of protein (determined by LAL method)
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