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PEX26, 1-246aa, Human, His tag, E.coli
OO 00:TP03358

oood
O O :Peroxisome assembly protein 26, PBD7A, PBD7B, PEX26M1T, Pex26pM1T

O O :PEX26 belongs to the peroxin-26 gene family. It is probably required for protein import into peroxisomes. It anchors PEX1
and PEX6 to peroxisome membranes, possibly to form heteromeric AAA ATPase complexes required for the import of proteins
into peroxisomes. Defects in this gene are the cause of peroxisome biogenesis disorder complementation group 8 (PBD-CG8). PBD
refers to a group of peroxisomal disorders arising from a failure of protein import into the peroxisomal membrane or matrix. The
PBD group is comprised of four disorders: Zellweger syndrome (ZWS), neonatal adrenoleukodystrophy (NALD), infantile Refsum
disease (IRD), and classical rhizomelic chondrodysplasia punctata (RCDP). Alternatively spliced transcript variants have been
identified for this gene. Recombinant human PEX26 protein, fused to His-tag at N-terminus, was expressed in E.coli and purified by
using conventional chromatography techniques.

0 O :Liquid. In 20mM Tris-HCI buffer (pH 8.0) containing 0.15M NacCl, 20% glycerol, ImM DTT

0 O O :29.3 kDa (269aa), confirmed by MALDI-TOF

oog:
MGSSHHHHHHSSGLVPRGSHMGSMKSDSSTSAAPLRGLGGPLRSSEPVRAVPARAPAVDLLEEAADLLVVHLDFRAALET
CERAWQSLANHAVAEEPAGTSLEVKCSLCVVGIQALAEMDRWQEVLSWVLQYYQVPEKLPPKVLELCILLYSKMQEPGA
VLDVVGAWLQDPANQNLPEYGALAEFHVQRVLLPLGCLSEAEELVVGSAAFGEERRLDVLQAIHTARQQQKQEHSGSEE
AQKPNLEGSVSHKFLSLPMLVRQLWDSAVSH

0 0O :>95% by HPLC

O O :0.5 mg/ml (determined by Bradford assay)

0 0O O :<1.0 EU per 1 ug of protein (determined by LAL method)
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