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mutM, 1-269 aa, E.coli, His tag, E.coli
OO0 0O:TPO3051

oood
O O :Formamidopyrimidine-DNA glycosylase, fpg.
O O :mutM, also known as formamidopyrimidine DNA glycosylase, is a base excision repair enzyme which recognizes and removes
awide range of oxidized purines from correspondingly damaged DNA. This protein is nonredundant and required to rapidly
remove its substrate lesions on the chromosome. In addition, it also repaired a significant portion of the lesions recognized by Endo
[11, suggesting that it plays a prominent role in the global repair of both purine damage and pyrimidine damage in vivo.
O O :Liquid. 20mM Tris-HCI buffer (pH8.0) containing 20% glycerol 0.1M NaCl,ImM DTT
0 O O :32.4 kDa (289aa), confirmed by MALDI-TOF
gg:
MGSSHHHHHHSSGLVPRGSHMPELPEVETSRRGIEPHLVGATILHAVVRNGRLRWPVSEEIYRLSDQPVLSVQRRAKYLLL
ELPEGWIIHLGMSGSLRILPEELPPEKHDHVDLVMSNGKVLRYTDPRRFGAWLWTKELEGHNVLTHLGPEPLSDDFNGEY
LHQKCAKKKTAIKPWLMDNKLVVGVGNIYASESLFAAGIHPDRLASSLSLAECELLARVIKAVLLRSIEQGGTTLKDFLQSD
GKPGYFAQELQVYGRKGEPCRVCGTPIVATKHAQRATFYCRQCQK
0 O :>95% by HPLC
0 O :0.5 mg/ml (determined by Bradford assay)
0 O O:<1.0 EU per 1 ug of protein (determined by LAL method)
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