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MCEE, 37-176aa, Human, His tag, E.coli
000 O:TP02927

oood
O O :Methylmalonyl CoA epimerase, GLOD2.

O O :MCEE catalyzes the interconversion of D- and L-methylmalonyl-CoA during the degradation of branched chain amino acids,
odd chain-length fatty acids, and other metabolites. This protein deficiency is an autosomal recessive inborn error of amino acid
metabolism, involving valine, threonine, isoleucine and methionine. This organic aciduria may present in the neonatal period with
life-threatening metabolic acidosis, hyperammonemia, feeding difficulties, pancytopenia and coma.

0 O :Liquid. In 20 mM Tris-HCI buffer (pH8.0) containing 0.2M NaCl, ImM DTT, 0.1mM PMSF, 10% glycerol

0 O O:17.3 kDa (161aa) confirmed by MALDI-TOF

gg:
MGSSHHHHHHSSGLVPRGSHMQVTGSVWNLGRLNHVAIAVPDLEKAAAFYKNILGAQVSEAVPLPEHGVSVVFVNLG
NTKMELLHPLGRDSPIAGFLQKNKAGGMHHICIEVDNINAAVMDLKKKKIRSLSEEVKIGAHGKPVIFLHPKDCGGVLVE
LEQA

0O O:>95% by HPLC

0 O :1 mg/ml (determined by Bradford assay)

0 O O:<1.0 EU per 1 ug of protein (determined by LAL method)

O0:+4° CcO0O (1-20).00000-200 cOoOd-70°c c.ODoOoOoO.
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