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FAAH2, 32-532aa, Human, His tag, E.coli
OO0 0:TP02069

oood
O O :Fatty-acid amide hydrolase 2, Fatty acid amide hydrolase 2, AMDD

O O :FAAH2 is a fatty acid amide hydrolase that shares a conserved protein motif with the amidase signature family of enzymes. The
encoded enzyme is able to catalyze the hydrolysis of a broad range of bioactive lipids, including those from the three main classes of
fatty acid amides; N-acylethanolamines, fatty acid primary amides and N-acyl amino acids. This enzyme has a preference for
monounsaturated acyl chains as a substrate. Recombinant human FAAH2 protein, fused to His-tag at N-terminus, was expressed in
E.coli.

0 O :Liquid. In 20mM Tris-HClI buffer (pH 8.0) containing , 10% glycerol, 0.4M Urea

0 O O :57.4kDa (524aa)

gg:
MGSSHHHHHHSSGLVPRGSHMGSGGPKFASKTPRPVTEPLLLLSGMQLAKLIRQRKVKCIDVVQAYINRIKDVNPMINGI
VKYRFEEAMKEAHAVDQKLAEKQEDEATLENKWPFLGVPLTVKEAFQLQGMPNSSGLMNRRDAIAKTDATVVALLKGA
GAIPLGITNCSELCMWYESSNKIYGRSNNPYDLQHIVGGSSGGEGCTLAAACSVIGVGSDIGGSIRMPAFFNGIFGHKPSPG
VVPNKGQFPLAVGAQELFLCTGPMCRYAEDLAPMLKVMAGPGIKRLKLDTKVHLKDLKFYWMEHDGGSFLMSKVDQD
LIMTQKKVVVHLETILGASVQHVKLKKMKYSFQLWIAMMSAKGHDGKEPVKFVDLLGDHGKHVSPLWELIKWCLGLSV
YTIPSIGLALLEEKLRYSNEKYQKFKAVEESLRKELVDMLGDDGVFLYPSHPTVAPKHHVPLTRPFNFAYTGVFSALGLPVT
QCPLGLNAKGLPLGIQVVAGPFNDHLTLAVAQYLEKTFGGWVCPGKF

0 0O :>95% by HPLC

0 O :1.0 mg/ml (determined by Bradford assay)

0 0O O :<1.0 EU per 1 ug of protein (determined by LAL method)
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