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BAG3, 1-575aa, Human, His tag, E.coli
000 0:TP01292

oood
O O :BAG family molecular chaperone regulator 3, BIS, CAIR-1

O O :BAG3 was reported initially as a protein-refolding cochaperone of the bcl2 binding protein BAG family and as upregulated in
response to persistent stress of cellular calcium balance dysregulation. The BAG domains of BAG1, BAG2, and BAG3 interact
specifically with the Hsc70 ATPase domain in vitro and in mammalian cells.

0 O :Liquid. In 20mM Tris-HCI buffer (pH8.0) containing ImM EDTA, 0.1mM PMSF, 10% glycerol
0 O O :63.7 kDa (595aa)

oo:
MGSSHHHHHHSSGLVPRGSHMSAATHSPMMQVASGNGDRDPLPPGWEIKIDPQTGWPFFVDHNSRTTTWNDPRVPSE
GPKETPSSANGPSREGSRLPPAREGHPVYPQLRPGYIPIPVLHEGAENRQVHPFHVYPQPGMQRFRTEAAAAAPQRSQSPL
RGMPETTQPDKQCGQVAAAAAAQPPASHGPERSQSPAASDCSSSSSSASLPSSGRSSLGSHQLPRGYISIPVIHEQNVTRPAA
QPSFHQAQKTHYPAQQGEYQTHQPVYHKIQGDDWEPRPLRAASPFRSSVQGASSREGSPARSSTPLHSPSPIRVHTVVDRP
QQPMTHRETAPVSQPENKPESKPGPVGPELPPGHIPIQVIRKEVDSKPVSQKPPPPSEKVEVKVPPAPVPCPPPSPGPSAVPSS
PKSVATEERAAPSTAPAEATPPKPGEAEAPPKHPGVLKVEAILEKVQGLEQAVDNFEGKKTDKKYLMIEEYLTKELLALDSV
DPEGRADVRQARRDGVRKVQTILEKLEQKAIDVPGQVQVYELQPSNLEADQPLQAIMEMGAVAADKGKKNAGNAEDP
HTETQQPEATAAATSNPSSMTDTPGNPAAP

0 O :>95% by HPLC
O O :0.5 mg/ml (determined by Bradford assay)
0 O O :<1.0 EU per 1 ug of protein (determined by LAL method)
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